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B by o npg-~ 0] Bl AY(B1 element)S ©]-§3 DNA H € 3}(methylation) 74 Wl sk Aoz Bt} AA A

= Bl A4(B1 element)S o] &3o] MSP(methylation specific PCR )¢} 3}o] 2 A] A A (pyrosequencing) S 3o =
A Als el EAskE 39 7F (copy) ©173¢] B1 DNAS] W E sk(methylation)E 743t Al A< DNA # € 3}
(methylation) A =& 573taL o] & o] &gt LAY &< &4 SAH I FAFAe A Ak Ay SAHS A3
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L= 14 7149 Bl 99 (element)l] Fo}3H2ked (bisulfite)S * 8 8t+= 1 @A, MSP(methylation specific PCR)<
T35t 2 9A @ o] Z A A A (pyrosequencing)S 3= 3 WA AL EE3+= DNA # 2 3l (methylation) =4
=2
=]

3R] && 272 Bl 9 9(element) S #8351 WA, Bl 9 9 (element)ol S0}t

, MSP(methylation specific PCR)S =3 35}+= 3 WA 2 Ilo] 2 A1 A 4 (pyrosequencing)
St oAl o] kg 57 .

o

AT 5.

Al 3380l ol A, A7) B A= 5-olAFA Bl W (5-Azacytidine), 5- 8|2 A]-o}AA Bl W (5-deoxy-Azacytidine), E& 3
2 E}el A(trichostatin A ; TSA), Bl Z A E] = (depsipeptide), T=Z &2 )2 (valproic acid), 5-ZF 2 29221 (5-
FluorouraciDg! 71 d4AILS EH o2 3= A4 Wi,

A3 6.

Al 3%l oA, 7] A= At FU FERELAS SEHoR 5= 54 UL

AT

DAY ESE 19 7[A" Bl 99, iDWE3E A &2 CpG AY AEA(O)S ERI(T) L2 AN 7] & FoleHatksd
(bisulfite), ii) =% DNAE A3 4 = Z&tolH(primer), ivHEA Z& W 2hA1Ql Bl 1 Z2] 9 Al (Tag
polymerase), v)JANTPs(A}d =34 B 228)E x332 EH o7 5= DNA WEHs 4L 7| E
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E 2y e Bl A4 (B1 element)S ©]-§3F DNA H €l 3}l(methylation) =&
oF 3

AR Al ZRAEZL A nhtE] H93 11 FE oo TREF TRAES} A= o] & v, ZAE Jlis Aot}
Ao ole@ TR AES o A& AWE o Tl Aga A Aol R Fgateli Aws Wi FARA

(Epigenetics)= o] &8k A 4 &-8o] &itsi},

DNA H € 3}(methylation)@F CpG & 9 (site)9] A EA(cytosine)o] W E 315 o] 5-w & A EAl(5-methylcytosine)©] &
= AL ou)git), Ase] A7 Dol A AEA(C)H Fobd(G)o] yaks] EAlstE A& CpG ghal sh=t] o] v ol Al A
Elo] W sty = Z ko] o}, JIZHAES] -5, dA AlEA F 3 4% g stE o] 9low CpGel st B9 H
S EfrEE T 9 24 wef uf- Eolx—q.?l "J"}o HRlth 2f5=9] 9714 Dol = CpGr =] 3= CpG A
(1sland)°]ﬂt E%Hﬂ' EA3k=d o] CpG Al F3%}19] Z“}erﬂ & 243 22 R l'?‘ELOﬂ AA sk FHAfe] wE

= A =, CpG Aol vdst= W o] FoolA wd7] A @ dEo] FieH il o] 5 thA| 3| ~E Hopaldgi
T3 Agste] BRAE Pkl AARIALY] 1A S Wl gt o =M ‘!QI’ AApe] ke & ‘ﬂxﬂﬁhjr RO AN EerkS
o] AL Foll A o] = bRt B Fo] F FHAvE B ddd A9 B ol s WSk @S A 7
?l(genomic imprinting)©] E}El Sbzdl o2 7k 2l Aol 7he gt o) frie A Ee] wAEA A | F F-Hd =] CpG A
| deix o w wgsty o] §2% Fdxte] WS o AlsHy] witolth. Eg CDG«] HE = o Fol A s = ERHAE
&3 ZE ol 42}C«] “Lfﬂ% A et o 7| 2o = A-geh7] = shar oF WA I WA BE S 7RIt 9
Afrdae] 22wy Joo] WEdsty] A o] {329 ‘ﬂe”?lo] A = o] %LO] == slo|th, wpeba] wEshe DNAS] ©
A 7S b A-EE AT soll AEHa o o] & g A2 &8317] el B A7) o] F
oA o}, =3 DNA Hl€est= 5349 {9 'J Azt 47|z o g2 defA] vk YA A &AW
olof] 7|23t thele] st o= Aslr] o & 3 ASH S Al g5 A FHaANS of4] gk A=
= 93 A A &% R DNA H e sle]l 9 g A =2 vel(chromatin) ] :ILZIZ# 1 WSt A 7]R18k= Ao g A rt
(Jablonka E, et al., ., Theor. Biol, 139(1), pp69-83, 1989). ¥-+7F2] -5, CpG 2 40% o]’Fo] ¥4
(repetitive elements)oll €43} A THSzyf, M., 2003. Drug Resist Updat., 6, pp341-345, 2003).

O

7)Eel 427 vE sty DNAS ©4) 7]% 2= DNA W€ sl(methylation) 2l &S 5= DNMT1(DNA
methyltransferase 1), S—o}d| =4 -H €] . U (S-adenosyl-methionine), & F A~ H ¢l(homocysteine) 5& o] &3+ &
A 71so] Qo ol gt M ES AW = SAge uhel wld sl ol 54 i Ate] Ald s 7 mR o] &) o
st o] ok Hddle 54 A ZREEHE o] &8t CpGAlY MlEst de& S48t ol 7ids vt Q)
o ol= 5 FAAF B st sl disiAnk MEstE 418 5= Itk (Christman, J.K., Oncogene, 21, pp5483-
5495, 2002). Oloﬂ whef, Wg ste] Bofsts 54 FHAAE Y8R oA i HEH o= o] & 4 e Wi e Jdte]
A48 9=

l

‘.4

2 By 2tE2 vp9-229] Bl A E(element)S ©]-83F9] MSP(methylation specific PCR )9} 3}o] 2 A 7%
B
=4

(pyrosequencing) & S@3tel 573 fral el sNelst Aol ol Ak Aaw s e A dst Jes ut w
=31 A8l 248 5 21 DNA vE SH(methylation) S8 Asla o) & o] &ate] ahebale] greraba =74
2 ygo s L Uy s,

wigo) o] #3} shi= 714 A A

£ g o] 542 Bl A E (Bl element)S ©]-83F DNA W8 8l(methylation) &7 W 9 o] & o] &3t g¢hA| 9] gete
A ESAHS AlFgdozN gdA a5 AF, FAABe A FAXNRE $3 A FRAFe] A E FAx}e
U xd ey vt A3k A5 S sEelE Aot

A7 B S 5] Yot iy Mg 19 71 A E Bl 9 9 (element)S ©]-8-3F DNA W€ 3H(methylation) 5



E 9y o] DNA Uﬂg§} =S Bl o 9 (element)ol] FoFsHAk (bisulfite)S #8381 @A), MSP(methylation
specific PCR)E =3)3l= 2 @A & o] 2 A A A (pyrosequencing)< 583}= 3 WA 43S X332 EA o7 3},

ok, & U & AN A ES 1o 7] A E Bl Y (element)S ©]-83}o] DNA W E3l(methylation) =& SAH TS EXF LS
= AR S AlEst

Uy o] gt SAHAYHE FAAE A AP D AYshH] &2 2T Bl J 9 (element) & 83
; Bl & 9 (element)ol] Fo}3HAkd (bisulfite) S ] 8] 8l 2 ©HA); MSP(methylation specific PCR) S 4233+
Z A8 (pyrosequencing)S F3sl= 4 @A 3RS £35S EH o7 3t}

Y, U MSP 9 go] 2A| 9 S A AT FAHLAE 36 DNA WEs S48 71ES Algdt
A7 71 E= DAEES 190 71| Bl 99, iDmlE3tE A &2 CpG A2l A EAOS ERI(T) &= A7) = Fobst

2F (bisulfite), iiD) 24 DNAE A4 = A= Zgo] W (primer), iV EA Z2] ™ 2bAQl Bl 1 Z2] 9 2HA(Taq
polymerase), v)ANTPs(A}d &8 == B 3533H)E £33},

E a8 Bl 9 Y (element)ol] Fol&4A (bisulfite)S A 83t 1 ©@A; MSP(methylation specific PCR)E 433} 2
A 2 go] Z Al WA (pyrosequencing) S 38t 3W9A A4S E"ﬂﬁ = DNA H €l 3l(methylation) =% #HS Al
=

DNA €l 3}(methylation) & CpG G & 2] A/ EAI(C)o] W stE o] 5-HEAELl o] 5= AL ofn| gt} Alwe] Q7|4 <E
of A AJEAN(C)F} ol (G)o] Yetd] EA5k= CpG vl B ol A A|EA(C)o] W' 3ty = ako] ). Alu AL (Alu
elememt)ol] Fo}3Fakdd (bisulfite)S A8 dtA Alu G AN EA(C)S EF gR(T)o 2 Ay =g o] o, wWesld
CpGe] A EA(C)2 ERI(T) 2.2 W3}#] ekit}, o] & vh9-29] Bl H%(m elememt)ol] &3} Bl A Qo] Folaitsd
S A st Al A 3ukl o)) CpG A9l WEsld A|EA(C) o] €9 Al EAIS 25 ERI(T)o.2 M ghE T,

Bl J¥(B1 element)& nt-$~9] AlEoA dAEE= 713 BH A ¢l SINEC &2 37 719 (copies) A= &A1t Alule] 2t
= AL o ey = Eo] AU ES A o] Alu ™ gl (family)ell 43t} SINE(short
interspersednucleotide element)= 397/ Ax ¢ A7) &2 FAH 9HE-A D (repetitive element) 2, LINE(long
interspersed elements)®} 37 d|EEZE WA F E(retrotransposon)d] st E LA i), bz o g2 diE g S AT
A7) 7F FH-8t3 CG ¥7]& F2H o] SINE2 CG 4717 T3 BE LHEE £ Alolo &= 50-60% B %, L8]al ¢
d F Yol A= 80% A= FAMIS zt=t) SINEE Al WollA A7 A7 2 A vd 4= 7] wWiel f ﬂ%éﬂ +
’KE}EE el A At o] 5o AA U A2 FetA v A A kA v A A Yo A A 2L FAAE e
2A9 7eE AT Aow FgHT

18 ox
ol N,

Bl 99 (element)dl] Fol&Akd (bisulfite)S sl 1 @A A Folditd & A EAN(C)S ERI(T) o2 vl its=
g

AF7] MSP(methylation specific PCR)E 438} 2 @A ol A MSP(methylation specific PCR)-& X 2 R ¥ 2] H e 3}
(promotor methylation) F+52 #HAFH7] ¢34 Al-8¥ = £ PCR(Polymerase Chain Reaction)®]|t}. e1¢j& o=
gDNA £ Wgstd e & vhe ol WEsr H3lE 459 obd 499 Zebo] ™ (primer)E 4314 PCRe 3 3faL
A7195S &l UEbd ME(band)E &3l WlEste] 75 R =A<l v &S g21ed 5 o

}7] gho] 2 A A A (pyrosequencing)S 428 5F= 3 WA 01]/\1 glo] Z A1 L DNA A # 7 (sequencing)ol o] &
NP #2449 o0 2 DNAYF @45 = &9 W& = F7] 21 Hinorganic pyrophosphate ; PPi)¢] Bl (light)<
olt}, & 3ik-8-(Polymerization) A 4 7<) dNTPS(deoxnucleotide triphosphates)E 3hH ol sfUX =218 o=
HES A1 7| S & ANTP 9] e F7|JQAHPP)S a4ats o2 WS &3t WEd W sy o=z
F2kel ANTPO] ¥h-&=A 2 415 ¥ A (signal peak) & HWER AL 2 215 J]ﬂ” Zt7ke] dNTP7F wbg-3k 5=of) 1) ]

7
A
27

ol 3 whobA = 38 (pattern)S vhebitt,

3
=S
i
o1
Sk
°l

3



(element)oﬂ Zols 2k (bisulfite) S 2% E] 3= 2 ], MS (methylatlon spemflc PCR)& *’F_ﬂ St 3 ©A 2 Fo] 2 4]
A7 (pyrosequencing)& Tt 4 WA 38 S Eﬂﬁ}# 71E FAA e FA FREA] LGS SAH B

AZsb= WS 2T s},

A7) 3ot A = 5-ol A A Y (5-Azacytidine), 5-H] & A -0} AA Bl A (5-deoxy-Azacytidine), E&] Z~E}El A
(trichostatin A ; TSA), Bl Z A F €] =(depsipeptide), B3 Z ) X (valproic acid), 5-ZF 2 2 9-#2(5-Fluorouracil)
O TAFHE B 7E A L A IS SR EHD S 2Ee

A7) kA 2 A e AdT U Ayt A] & 2T Bl 998 285t 1 A A Bl 992 vl9-~(mouse) 9
DNAZ 3 (template) 2. & Bl ¥ 2] Eo]% ¢l o] E o] &3] PCRE 35t &% U ~3¢7|d(screening)dt
Th. DNAE 2olglis vh9-20] A E 2 g dh AA W(in vivo) 238 AR vh9-29) 28k A A4 71 9, ¥ 5

o & g W ol = nheso A Fa gk Az FgAAlE At AA 9 (in vitro) 22S A AEE o] &3

E242 ¢l DNA 4] (preparation)< 23130 2 4 £ 3},

A2l Bl Y (element)ol] Fo}34F (bisulfite)S *] 2]8F= 2 © A, MSP(methylation specific PCR)S 3 5}+=
2 w}o] Z A @A (pyrosequencing) S 3= 4 GA= A7) vlE s S 194, 294 4 3eA9F 5
St S s Qo FdAd & &l 7|E WH 9 VeSS 1Y B NFgo 2N S rhssitt,

T, U2 MSP 9 go] 2A| A IS A A A LAE 36 DNA WEs S48 71 ES Aledt

o, iDElEstE A &2 CpG A o] Al EAC)S BHWI(T) o= HAEA7] = Fobs
= Zekol v (primer), iV VW EA 2] kAl Bl 1 %F/]Diﬂ‘rxﬂ(Taq

371 71E= DS S 1o 7A€ Bl
Ak =
Z THP)E AT R et Y E 2de] 99 & 5 Ve 28

[e=]

[¢}

Oé(blsulflte) i) =2 DNAZE AT $
polymerase) V)dNTPS(*}ﬂ =3ty =

wpebd, e 3]st o] Bl o) Must ARE 54 0 wASH W % /=S ATFORMA X B,
AE B A e A AR QG AEE 44 F A0 Aash Aol /bsat s o)k 9 Pl of
$9 5 ol HYH o2 78500 ol gd 5 Uk

e the] e L A el oA ske] B AAE APEL, ¥ o] ofo] ols) A A= i

i34 1. 2 o257 DNA £

() MEF=(Samtako ; Osan, Gyunggi—-Do, Korea)oll Al 793 855 471 ICR v}-$-2o| A 1188 wo]dl & 30mg?
Lol Al A E Aol A 5 W AT o WA R AA Fa O] 7] E o] &eke] YA HolA] S HE=E
% J)E(PUREGENETM Cell and Tissue kit. ; Gentra, Minneapolis, USA)Z A}&38}o] gDNA & =319t}

Zaid) 2. A X2 2E DNA £

np§-2 0] Ayl A E9]1 NIH3T3E 5%9] o] 43tk A 37T 2 wid&==2 10% FBS, 1% 34415 £33 DMEM 8 A (100
glo] Aol A 2 s Alta]dste] AEZDE7F F 50% ol =S uwl, A& Wil PBSE M F g v,
E YA (trypsin) &2 F-2E A EE wolo] A X E F=E(harvest)ste] 7] E(PUREGENETM Cell and Tissue Kit. ;
Gentra, Minneapolis, USA)E A}-838}o] gDNA & F=3}1% T}

A3 ¢ 1. DNA &3} =4

AFo 1-1. Fo|3Atd o] A€ Bl A €49 &4 &4

Zare] 104 =8]8 gDNA®) 7] E(CpGenomeTM DNA modification kit. ; CHEMICON, Temecula, USA)E ©]-& 3}

o] 34k (Bisulfite ; Sigma)S # @3 &, vlo] 2.1 o] (bioneern)AtE E& A 23t Z}o| ¥ (primer) 2 B AANA 54
7(4 © 7 o] &5+ PCR(polymerase Chain reactlon) WS o] 8-5fe] Zhard) 19 Bl ME& SZ351% ). o] w, WA
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(Denature) IFA & 2F 95C 9] 2o A 28, o}d ¥ (anealing) FH & ¢F 56T 9] %A 90%, Al #&(extention) 4
oF 72T 9] &Ee|A] 24 &3k AAstaL o] A S 403] REESSITE PCR A4 (product) @] F5-3]= 25ul 2 3k31om
b3+ Z g v gho}lA] (polymerase)= AmpliTaq Gold™ (Applied Biosystem, Roche)& o] &3t}

A

ot

o Ab-8-3F Aek Ze}o] v (forward primer)i= &17] < 2t
5'-GGTGGTGGTGGTGGTTGAGATAG-3'

AF-&-3 gHlak Zglo) v (reverse primer)+s 7] &F 2t}
5'-AATAACACACACCTTTAATCCCAACACT-3'

A¥d] 1-2. MSP (Methylation specific PCR) 2] =3 &7

2 F3 (Yang A.S. et al, Nucleic Acids Res., 32, p €38, 2004)°l 7] A% MSP (Methylation specific PCR) H< H ¥
sto] WE s s FA )

a!

nlo] @ Yof(bioneer)E 53| A2+ Z kol (primer) 2 TG ANA BAA o & o] 85 += PCR(polymerase Chain
reaction) WS o] &3] Bl A4S 3319t} o] w, ¥ (Denature) erxé% °F 94T 9] &EofA] 1, o} d
(anealing) AL ok 53T o XA 1 & L%P(extentlon) AL ok 72T 2EoA] 18 ok AA|&aL o] S

303] HHE-519 T PCR AAFE (product)$] &89+ 25ul & 319 o A3k Z g2 n o} Al (polymerase)+ AmpliTaq
Gold™ (Applied Biosystem, Roche)Z o] 43191t}

v u el 3} Ak = g}o]n| (unmethyl forward primer)s 817] ¢ 2t
5'-TAACCTCAAACTCAAAAATCCACC-3'

v u el 3} oukek T g}o]n| (unmethyl reverse primer)E 3}7] 9} 2t}
5'-GTTGGGTGTAGTGGTATATATTTTTAATTTTA-3'
w &3} ksl & 2ol (methyl forward primer)+s= s17] 9} 2o}
5'-CTCGAACTCAAAAATCCGCC-3'

vl e 3} 94uksk = 2}o] v (methyl reverse primer)s 817] ¢

b
*

5'-GTCGGGCGTAGTGGTATATATTTTT-3'

Hop AAA oz Wes JE g gRlst7] 9138 Bl 9§99 54 CpGE CpG-1, CpG-22 A5t S T3t (e
1 #Zx). Bl 999 CpG-1 89 A AA Z#}o]H(Sequencing primer)E 3}7] ¢} 2t}

5'-TGGTGGTGGTTGAGA-3'
Bl 999 CpG-2 H-£2] A A4 Zz}o] ™ (Sequencing primer)+= 7] ¢} Z-t}
5'-TTTGTAGATTAGGTTGGTTT-3'

A7 RS A A dstd Bl D B vEste A &2 Bl AEo] BF EAEE ST F A= 2

2
B

Ao 1-3. 9ol ZA| A A (Pyrosequencing)¥ ¢ 3 &4
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PSQ 96MA

_/

2"l (Pyrosequencing AB, Uppsala, Sweden)< ©]-&35}o] 2154 o2 Al (sequencing)S sto] W e 3}

ool A ALE S WlE st WiEE2 517] 25k 13 o] AlLkE A

314 1

w83} ME-E = cytosine(C) /(cytosine (C) + thymine (T) )1Ar 100

S 58T A3, Bl 99°] CpG-1 ] WlE st ME&2 8.4%(% 3a Fx), Bl 999 CpG-2 9 ve
[e)
29

AR 2. 5-oPAANEIR S B SA

A7) Zhare] 2¢F o] wjekst up- A Ay A E NIH3TS o 5-o}#FA Bl Y (5-Azacytidine)S 5ng, 7.5ng, 15ng, 30ng,
50ng 9] T2 A 2]8laL 2441 7F FeF A8 & oDNAS #2lsta g 1-1 A 1-33 2 P o 2 MSP
(Methylation specific PCR) ¥ 3}o] 2 A] 84 (pyrosequencing)< & L&A -3 3} o}

Ao 1-29F 22 W 2 & MSP(Methylation specific PCR)E 48 3}o] 5-o}xAE] W (5-Azacytidine) 9] & %=7} 57F
gholl whe}t W " g} v o] ghashs AHS AAEATHE 4 F=).

Tk ol g v & £ g kS 4] At A 1-3% Z& o R To]ZAI A Y (pyrosequencing) S T3
&ho] v el s} ME-8(Methylation percentages) & S35 =0 5-oFAA Eld(5-Azacytidine) S * 2] 8} 4] &2 Al Z 9}
50ng & A &3 A2 E v sf B 5-0}AA Bl (5-Azacytidine) & A 23t A7} A A 5HA vl 3l R go] 7aes
gele o Aok 5 Fx).

Aol fayd @ EAdA S A5387] A8 Sng, 7.5ng, 15ng, 30ng, 50ng o2 FEE EE|ato] 5-ofAA E T (5-
Azacytidine) & A 2|3t A& 2tz Al W WHE31o] H 73k AL

F71 AEE s Ay}, 5-olAA B W (5-Azacytidine) 9] F =l wE} DNA W' 3} wlitgo] fo)igd A A4S &
Q18 = ATHE 6 FZ), T3 5-0o}AA H Y (5-Azacytidine)S 2 2] 8% &L M|z o] WEsl Wi E-u) v w1 d,
15ng ¥ 30ng & A& g 2§ l HE s} W igEo] 50%0]d0] AATS gl 4 i 7 Fx). o] wpe}, 5-0}AA]
Eld(5-Azacytidine) & A 2|8t A Fd=2te] wWldstr Asfjeo] o DS AT =&, sl & wEs S
Hol Frasta 43S g0d 4=tk

upepa] 2ok o] ghekAl o] e S-S gAY a5 A5S A sho] &ehA]l At sHA o] 84 4 2l
3 g g AE At AESHA e WHS AlEehs g0 = ATt

()
ol
L
]:o[:
&

B okl o] Bl <4 (Bl element)S ©]&3F DNA H ¥ 3}(methylation) =4 5 2 o] Z o] &3} gfolA| o] gelstA] =4
HE A a5 A5S (HHSHA sto] Al el F-838HA o] 82 4= il LA R HE HEstal 2158
sto] oheFst j]EWJ A &85 7Hssk sk 6L°L7<] 25 sk i fFxe] ZA 9 fAxe] Hd 2 d ) 3
Ay vt A3ko] Xz ks BolghAl & Aolr}, 3 ofF] dH A A] g2 SHH R I5S YA FHAY
& Ak 713E welde Aol A A B (tooDE o] g Fo] B Wt gl A-g3) g Ao whE o
AA 714E el

w gee 4

T 12 Bl 99B1 element) Wl A ¢ CpG-1, CpG-2 2 7} Z &} o] (primer)E YER = o]l

T 2& 1}~ (mouse) &4 ¢ Bl 99L& 0] &3] MSP(methylation specific PCR)Z $38 3t W& & 5= A}k
Lo,
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% 3atw b2 249 Bl 99 5 CpG-19] Fo]2 A8 (pyrosequencing) A #H5 YER Zoju,
% 3bv whg-2 229 Bl 99 F CpG-29] o] Z A1 (pyrosequencing) 2 3& YERH Lo,

T 4% 5-olAA Bl Y (5-Azacytidine) S # 8] gt n}9-2 A EZ 9] Bl 9 98 o] 83} MSP(methylation specific PCR)Z
Tt WEs FHE A o,

5 55 5-olAAHY S A gk up9-2 M2 o] Bl 9 9] Fho] Z A @ (pyrosequencing) 235 YER FEolH,

6 5-obxbA Bl Fle] o] whE DNA W Elsh MR &S el Son],

bt

o

T 72 5o E R S A g sk oS Al ek A e g AlaEe) wid s MEE S B alg ol

eRs]

Edl

1  gsesespets gtgotestss tigagatagp stttttttst stastittse

bl  tiattttega atttatttts tagattaget testitgeea tttagsaatt

101  catttgtttt tgtttttgtt ttcggbggt tgegattana gtgtgtgttl

151 Gﬂttl:g gtt [ PCRprimgr == ==  BSequencing primer
Bisulfite 2| 2]
CpG—1

|  sassesssts stastastss tisagatasc ¥ stttttttst stagttttss

.2 ...................... 3
= S

serraare

Bl ttattttasa atttatttts tagattasst tas

T

101

: i
151 2 8t EZZZ7AMethy! grimer $00200% Unmethyl primer
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TH3a

GNBldemecper
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