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1. — R = Eh i = CODER /K BR B (Salinicoccus sp.) BEAR408, 1% H AR i AE 9 E fk A
VT PR DR B 51 2 B i A= M b oG (FRTFR D : CGMCC) , PRFE 2 5 J9CGMCC No. 13032

2. — MR ORI R I £ K BR B (Salinicoccus sp.) BFEPE, 12 Bk A6 25 0 E e W
Fh PRk B 22 A 2 I A A= ) R O (FRTFARCH < CGMCC) , PR Z "5 AICGMCC No. 13135,
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—HAKIT 155 2 75 COD K K Tl B ok ARSI 1% B AR B PALJR B

BRARGUE
(00011 A BII Je JR 7K Ak BRI, , JEFL P L — bt i ER 1 v COD 7K BR 1 Ak 2 & 7K
PRI o

EREAR

[0002]  #h/KIKTE JESalinicoccus iz FE A7 35 & T 4 B 4o 5 41 15 57 A BE 1R [ ] 2 fE AT 15
N ZF AT T B % BRE R} 2 — IRRE T 32 BN i 4% B Bl BT R PR BT I A AR ) - AR FELPSN
(List of prokaryotic names with standing in nomenclature) Z & JERI G145 %, H
HiSalinicoccus/@H 1567 Fh, 3 Wl /&S .albus,S.alkaliphilus,S.amylolyticus,
S.carnicancri,S.halitifaciens,S.halodurans,S.hispanicus,S.iranensis,
S.jeotgali,S.kekensis,S.kunmingensis,S.luteus,S.qgingdaonensis,S.roseus,
S.salitudinis,S.salsiraiae,S.sesuvii,S.siamensis.th/KERE ) 72, HATEHkiE
RRE il R B0 45 3 3, SRBH), R0, VA K WU s b R b, B A R SRR
ARG, W S DT AR B , A BEIR 0, £ VK355

[0003]  ER/KEKEE e 7= A 2 Pt = 2R 10 P A h /K Al , BRI, B T R 55 , IX Se it 2R 2R
TR B A EER N R 5t.Salinicoccus sp.strain QW6 (JGfm 44 NS.iranensis) , B W
TR £h i 52 ANR# MR BE 11, L3l AR AL k2 £6 (0.005-0. 5mM) P fiFE 2R 7599 % s X Wk 1 49 2
B R =N P 2H s P VAR R 350 30 5 A S PR Il 5% o U TR e i 11 A LI iR I R 43 B 40
A A P B B M AL A TR i LA, T ELAE B K R 3R T THHL A I AE ) R R A
fH . Bt #h,Salinicoccus halodurans H3B36HEWE ML N & 4N (a) —acetyl-a-1lysine,
FHUAHRDL 5 30 A v iia X 2 — LA T 0 v P AL ) A 2 10 ot

[0004]  BRFEfHk s B AU 40 FE RN B R4, EOK BRI A SR A itk , A
IR ) S FH AT 5 o ShoK BRI RE O 52 5 SR , HAE A P B bk, AR 40 ™A% 1 K 1V 75
i .Salinicoccus roseus WI2BEUETMY 52 mik20 % (1) FLER &1 , W FL R B , A8 ARY FIRE &
AU FHOC B 1 K 4 B LR s T SR G HLIRR IO e M, £ 15 26 K 3R B AN AE FUIR A 7 S5 3 AR
Wi A AN R ) B R S, T LA R SR = COD 2 7K Ak R A th B T AE 1 B . B
HIT I 0 3 7K K B B A S0 PR ) 0, T HL 5 22 IR e 68 2 B M, 40 B il 4 Ja A 2 BT T
Z SRS YU, A2 5 NG N o B /K BRE 1 40 B2 BRI , B T KA R AR R
L , BRI 40) o 1) 5 R 3

[0005]  H Fif B A T T AAE P BIBAE YD AN TR K AT b B AR R R TR 2K/ g4 . 643
5.5M2 8], i B 2 fiAF B Bacillus subtilis subsp.subtilis str.168fR3EEFEH K/MNK
4.22M,Corynebacterium glutamicum ATCC 130323 KIZH /N3 3IM; BAF B =ik
A= PEPHBHT 5t 25 4 B Halomonas sp. TDO1H) FE A 2H 1) K /N84 . 09 JE R 20 P A7 7E 5 K
a0 B 2 R NAE Tl AR = p R 0 75 B B[R], S e L DR i 9 38 75 2 R ) s A ge &, 1y HL
AT B TRI Py B AA S S T RAND , L AR  22 S e JE R TF 2
DRI AH. b 00 75 1A DT R 2K, B ad i B A T ) de /N R DR AH B TR PR o H A TR 3R 7K 3K BT 1
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PRSERE T JER ZH I 7 CRIENCBIEE ) , JE (R 41 K /N2 . 55M-2 .. T8MANEE , T Ak B H AL 2k
IKERBR B b, JE R 20 R A2 . 24M GBI W R R 38D o AHEE T oAt 3 T 26 72 B bk, 2 /KR B Y
B DR H 3 30 R /)N 5 T SR R R LA /N R DR AL 1) 25 /K BR B O B I R Tk A 7 ) e A 4
ArRe A A B AR .

[0006]  {HZ , H Fif i JG #h /K K B (1) 38 A% T B ANERAE 732, AR ORHBER 1) 1 82 ¥ 5 8 FF
Ko VEHRA FH R /K R BRI R 183 4% B2 IR, FHEadE— 20 T R /K BR 11 1 B 77, B B B SR =
X

EZRAR

[0007]  Eh/KEKE BA R G £k s CODRI e , JUH AR i /= 3h iRy I BE A HLIR , A A =
Eh = COD /K Ab PR A 453k H A VAR I P B AL T 25 55 AR Pl AR = A RE R = 2 &
CODJE K » X FE PR /K B b B — 2 7K A J 1 R i o 21 4 3 Ik 1Y) 28 P i RE 2 HEOR & 1)
i ok e A MLER IR 7K, 17 HL T4 2 k8 Y6 B AR, AE SR = BR AR R 34k 2 S b B 7 v m]
LS 53 15 30 B 7K ) 5 R AN COD , {HL & AL R RS A 15, 10 HL 25 P2 AR 5 ™ B ) IR 5 G o
[0008] [ gk bl al @, A% BH N 48 0k K B S B0 A SCHR A 7T - AR WAL B A R AR ER
LRI AL B 5955 o FT iy 26 155 COD R Bkt 25 W K CODBRAR « 2B sl 44k NE M E I 72, AL B JS 1)
A3 TR K 28 it 3 AT SR AS T ER BT AL 3 /K LA R« ER 7K BR TR SR G0 1) A4 i agft 2 A S
5 4 R CODIR ZK Y BRANT A OR AL 2

[0009] AR EH B )2 — et —FRi 5 35 5 CODIY 3k 7K 3R 15 B Ak - — R /=1 25 755 CODIY
Hh/KBRE (Salinicoccus sp.) FHR408, TRjE S 5 CGMCC No. 13032,

[0010] A% BHER AL 4R TR 73 25 H R R A T H Ry E B I A e T 77 1 3R, 20 8
T 1EAELRAIMNARING % LTRENER BE10 % MR AR 58 35 7 2 B AR B IR W IR S , 76 Al A 15 77 2
fi] A PR _E I ZR 3RS B T [, LSRG 5 N i 2 5 9408 .

[0011] 25 , Z4HH 16S rDNA (JF%I1) 5Salinicoccus salsiraiae RH-1,
Salinicoccus jeotgali S2R53-5fASalinicoccus siamensis PN1-2H &5 M AR 51499 %
PLE, ke Hk B T /KB E )& (Salinicoccus) « 27K EREE (Salinicoccus sp.) Bk
408 F20165F9 H 22 H PRyl 75 7 [ St 25 7 1l e O i B &% oy > @ A= b o0 (China
General Microbiological Culture Collection Center,CGMCC) (il dbmt i BHRH X At
JRPEER 1S5 RE35) , PRIE S 5 9CGMCC No. 13032,

[0012] A IR HE /K BR A (Salinicoccus sp.) BPR408T] LAT 32 o 5 36 FE Al ik & &
FREh  1E e R R L TP 22 NaC LIk FE R JE I 2-15% (B 7R i N - BR/K fR IR 7. 550/ T,
PR U100 /T, R FR N v /T, AT IR — A3 v/, &AL EN20-150 % /F, E/K A
BREE207 /T, @ALEI2 T /Tt Ar i ER k40, 0087/t , pHIA 11 317.0-7. 2) , BE WS 32 B8
5% I LR

[0013] AR J1— H K2 it — PR ER/KERE (Salinicoccus sp.) B HRPE A H RV
PR PR BT

[0014]  EL/KBREH (Salinicoccus sp.) BAKPECD T-20164E10 H21 H AR AE B A H
M ERE RS EMEY T L (China General Microbiological Culture
Collection Center,CGMCC) (Hhudil: Jb 3 MisHPHIX AL R VE %1 5 Bi35) , ik g 5 A CCMCC
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No.13135.
[0015] Ak BHERAE A AN P s Bk 23 B FR EX H #h7K 3K B (Salinicoccus sp.) B#£408
H o AN BRI IR SR o

[0016] e/ ORI K /N N2191bp, fiy 44 ApS408-1 (X IR 7 41 L7 5112) 5 %88 K ik
K/NH3007bp, i 44 HpS408-2 (R H 1R FE 51 W7 5113) -

[0017]  JFFIRHFFHN2H 2191 ME T BR A A A, P FI29 1) F 57 i 55 715-164 13 Bl &
AN FFTBUR A SR, He g HoA 7 51 32 7 5114 (FH 3084 2 ZE IR ik e 4H 1) 1) 2 ik IR ke ik
72 8 SR 32 i i 75 ) S XA FHERLFRepl .

[0018] 412 FE 533007 M R A Forbr , FE A3 H () 9 57 3 55 106 7-2080 47 il ik
AN FFTBU A SR, He g HoA 7 51 32 7 4105 (FH 337N AR IR Hk H 40 1) (1) 2 ik IR ke ik
73 8 SR SR i Pl 5 ) S XA FHERLFRep2.

(00191 JBURipS408—1 iy BRI 3 dn il 1 B , oA 4 1 o LR il ¥4 1A 1)l 457 5046 BamH T,
Clal,Pvul I UL S — Ao Hodr, JF FI2H ) H 57 3 25 15001 50547 i 3 Ay BamH T g 17 iz
R FEFI2 i B 5 i 45323 -328 A Bl AL A CLa T/ YIAT A FE A 2000 [ 57 3 45 1019- 102447 Bl
HONPvulIEGF VI S . JFikipS408-1 482 Apal,BglII,EcoRI,EcoRV,HindII1,KpnI,Ncol,
NdeI,SacII,Sall,Smal,Sphl,Xbal%5H WA DIBGAL s, DA IX 28 P V)i A7 AT 1 pS408-
LI AT AR AR T 22 SR A A

[0020]  JBiHipS408-2 1 4 BRI 3 a2 Fr 7 , oA 4% 1 5 LR il ¥4 A 1)l 457 55046 BamH T,
Clal,EcoRT,EcoRVEGYILL mi&—> o Horb, JEAI3H I H 57 Uiy 251936194 167 i 5 Jy BamH T i
VI 5 P H0 39 (1) H 57 3 55268926 940 il Bk Cla T Y1 A7 & s JF 2130 H 57 % 5698-703
AL i NEcoRTEE UIAL &0 FP A3 H 57 b 55 2821-2826 fr i i NEcoRVER UI AL £l . BTRL
pS408-2A4 % Apal ,Bgl11,HindIIT,KpnI,Ncol,Ndel,Pvull,SacII,Sall,Smal,Sphl,Xbal
SEH DL N VIBEAT A3, PRI 6 IR 25 P A 9 pS408-21) T A= A 1) 22 ve B 7 £

[0021] Sy 1 @k — 2B 80 R i B VS R, % 88 DUEGAT 1 I 5E o R pS408- 175 X £ 3
(145 ARZ0.90 0. 134, 7EAR E JARI#5 DUEZ1.1220. 074 s JFTkipS408-27E X% B %5
THZ0.97+0.074, ZEFAE I DIEOR 1. 21 0. 124 . FikipS408-1 MpS408-2[1#1 #£ Il
AR -2 Va3 8 T8 DL Bk .

[0022] AR X — B 2 kpS408-1 fpS408-21) i 4= BRI %k A4 pTCS101 FpTCS201
[0023] BT JFikipS408-1F1pS408-2fE B 7F £h /K BR & Hh B =& 1, 78 Sk FLE A () & 1l iy
T O TE B AT HE N 5 ) o rp 5NV 5T B %) L2 ThREDNA A B, B I Sk &2 il i 7 19
JCA SEHEI) 5N TR A P L Ath THEEDNA 471, RV RT R4l R 2 Ak R 7K BR B8 1 AT 26 Ok
[0024] A Jx B AR AL RO AT AR ok 2 2E pUCH-THY JE 7l b, B 26 i NS E X OF 1)
NEcoRTEIHind 11T, Jiikifiy 4 ApTC) , 48 J5 73 2 N R pS408- 111 H 57 Uiy 551 22219141
Bl Bk pS408-211) 57 % 5 1 £ 30077 Bl FE = Xba I FIHind I T I & , 43 5l 6y 4 ~pTCS101F1
pTCS201 , ¥ 3 ik an P 3FI4FfT 7 o

[0025] I PHANATAE BiRipTCS101 FIpTCS20143 51l 2 4 3K H pS408—1 FpS408-2 52 ¥ (K] £F 3k
JKER B o & 1 P 75 00 B 1 R, RS A AR R AT B b & 75 0 B i R, R R T
e AE £ 7K ER B P 0 1 54 A6 T IO HUPE IE B AR 10 I R AmpRANICmR , A2 K AT B - 2R /K BR 18 2 4R I
il o
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[0026] -t o 2 4R JBURL 7 2 K BR T H (1) 4% DUEo3 il 1647 1 DSE o BORLpTCS 101 7E % U 1)
5 IEZ3.5220. 614, 7EFRE BARI ¥4 DUEE8 . 57 0. 8845 i kipTCS20 1 7E X B #% I
HE2.2320. 20, FEARE I 45 D125, 340,357

[0027]  DLGEAR TR pTCS101 MIpTCS201 A3k A , 51 NIE 24 i & (A R IA oA B 136, #%
TR K ER TR , LA EE I 26 RS R AN T A3 2 2 =1 H 8 H - W AEpTCS101 7 b & 4 3 (A
%) TR AU 1 FLIR il S g i 2L ] (Gene 1D:3921373) A1 bR INGEFF1 , 3R451 Bk A
4 HpTCS101-LDH; &8 HL 28 FLAL AL 22 iR Y Bk Salinicoccus sp. PE3RFS FLEL i B AR 2D
FIEM H#kSalinicoccus sp.PE (pTCS101-LDH) o K1 , JF Jfi ki pS408—1 FlpS408—2 44 2 1
R P FIBIRAR AR LRI 2 1

[0028]  Fiy 7 i B 1 R K BR BT ks 2 FLATT 2B JTORL 8044 3% 10 BT 43 B0 A 0t 8 T AR A
ORIV

[00291 7 B (1 £ /K BR i ks 2544 Eh K BR B0 BF 72 RO JT R B4 7 i T B &%, B 1
KRB AR R R R AR

[0030] " [t & & FL A SI it 451 6T AR i B At — 25 i B o 8 B, X 4 S i A5 AN P T 1 EH AR
REFTITAS T FR i1l A & BH T

F3 35 BB

[0031]  PE1J5ikipS408—1 14 FE P i
[0032]  [&|2 5 ipS408—2 1 My B K1
[0033]  [X|3 ) ipTCS101 [Py FE i
[0034]  [&]4 /5 kipTCS201 Ft) P &) 33

B A

[0035]  "RARSLEEIH , AN CRE IR LA , YO TV

[0036]  "FIR St F] K H A B, inJer U SO R S .

[0037] "R st 5 o B F B AR R AE , anJeRERR UL EH , 3R AR IR 115 2

[0038]  Sijiti {51

[0039] R KERE BEARI 70 5 il B 97

[0040] 7<% BHER AL 4R TR 25 25 H R R A T H SRy E B I A s G T 77 1 3R, 20 B8
TT1EAE L RAINARING % LRV ER BE10 % MR AR 58 &35 72 3 B AR B IR W IR S , 76 AH A 1 77 2%
[l A~ b RN SR AT 5 e B, o 5 9408

[0041]1 252, 1iZ40# 16S rDNA (FF%11) 5Salinicoccus salsiraiae RH-1,
Salinicoccus jeotgali S2R53-5fASalinicoccus siamensis PN1-2 &5 M AR 51499 %
PLE, s e SR 8 T2 /K Bk )8 (Salinicoccus) o WAEE 72016929 H22 H {5 = FE 1k
EVE PR S PR e @AY o0 (China General Microbiological Culture
Collection Center,CGMCC) (Hhudil:Jb 3 MisHPHIX AL RVE K1 5 Bi35) , ik g 5 A CGMCC
No.13032,

[0042] AUz BHHEALER K BRTA (Salinicoccus sp.) BEAR40SA] DA 52 0 & 15 B = ik 5 2,
TR Eh , 7558 RS IR I i 22 NaCLIR FEHIVE I 2-15 % (BEFRIE o0 N - TR /K fRB& &7 . 500/ FF
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PR U105 /T, RN v /T, AT IR — A3 v/, &AL EH20-150 % /F, E/K A
FRAE205e /Th, EAL A2 5T / T AT R R Bk 440 . 0085 /T, pHIA T 311 7. 0-7. 2) , BEWS it 52 =ik
5% 1 L1 -

[0043]  SiZjsti {2

[0044]  Eh/KER B FikipS408—1 FlpS408—2 K HE B | i 3 Al p

[0045] ¥ #h/KEKES (Salinicoccus sp.) FAR408K: T A2 H, BSOS AR TR A , SR FHAR X
IH8 DUEUTURL I T 2 B B R K BR TR TR o R 28 PR 1) 12 P DI Sau3ATAS 58 4= VI I DNA A
B, i N4 BanHT (Sau3ATFIBamHT 2 [F] R ) 5€ 4B )1 H 2 1) pUCm—TH A , Phide A FkL
Fr BB NI TORL, M7 3 5 545 00 7 5 BEBE o LR 20 BEEE G A BN, BEt 10 40 7 170 1)
M 519, LS H ) $h /K BR B DR AR I 5 , 3t — D9 Ok s S & 3R18 ISR kL
[KIDNAFF %1 o

[0046]  HHr /N SR 1) K /N 2191 bp, i 44 ApS408-1 (R% H IR 741 UL JF512) s H 5 i 26
T15-164 167 Bl A — AN IS e B HE 48, HogmbD B A 7 51 38 0 7 214100 2 L TR 7% 22 17 91 1) Jota
o 5 i BT 75 1) e S AE FHERL T-Repl , HH 3084 2 JE i ik i 4H ik

[0047]  JBRIpS408—1 Hy 4 BRI 3 an il 1 B , oA 4% 1 o LR il ¥4 A 1)l 457 5046 BamH T,
Clal,PvulTEgIfr s —A Hordr, Fp a2 (1) 5 57 % 55 1500- 150547 Bl &y BamH T g V) A7
B Y20 5 5 55323328 Bl dE N Clal B IA7 5 FE A2 57 3 551019- 102447 B
HNPvulIEG YA 25 . ikipS408-1 4 & Apal,BglII,EcoRI,EcoRV,HindIII,KpnI,Ncol,
NdeI,SacII,Sall,Smal,Sphl,Xbal%5H WA DIBGAL &, DA IX 28 P V)i A7 AT 1 9pS408-
LIATAE SR 2 Se R AL i

[0048] %K Bk K /N H3007bp , fir 44 ApS408-2 (R4 HF & 51 W7 51)3) 5 57 Ui 45 1067-
20807 B J 1y — AN T80 B TR AE S8 , Fo gt B A P 51 2 v 7 41 B ) S R IR Bk Ak Y A 1) Bk &2
H T 1 s E R T Rep2 , H1337 NG LR VR FE 4 K

[0049]  JBUKLIpS408-2 1 H) BRI 3 a2 Fr 7 , oA 4% 1 5 LR il ¥4 A 1)l 457 5546 BamH T,
Clal,EcoRT,EcoRVEGYILL s & —> . Horb, JEFI3H I H 57 Uiy 251936194 167 i 5 Jy BamH T ik
YL A5 P H0 39 (1) H 57 5y 55268926 940 il 2 A Clal B UIAL A5 JF A3 H 57 4 5698-703
AL B NEcoRTEE UIAL &0 FP A3 H 57 b 55 2821-2826 f i i NEcoRVER VI AL 51 . BTRL
pS408-2/4 % Apal,BglII,HindIII,KpnI,Ncol,Ndel,Pvull,SacII,Sall,Smal,Sphl,Xbal
SEH DL N VIBRAT A3, PRI 6 TR 25 P A 9 pS408—-211) T A= A 1) 22 ve B 7 £

[0050] Dy 1 gk — BRI URL I B A Y R, o 48 DLEGHAT 1 e o 2 J5 2 K FReal -
time PCRIMZE JFuki AH X T G R 1 #% DUEL . 76 ki pS408—1_E 1 11— % 51 1 CPN-P1-F
AAAAGAGGAGCAGAAGGAICPN-P1-R : TTGCGTGATAAGTGGAT , {E Jii FipS408—2 b & i) — Xt 5140
CPN-P2-F : TTCGTCAGTCTCGGTGGT ACPN-P2-R : TTCGGTTACTCTTCCTCAAT , £F 4L i 44 b B2 I Jk
[RIRNAZR £ i be ta V. 38 2 b 2 PR % 1 19 — X 5| 4 9 CPN—C—F : GAGACGGGCGAGGTTAFICPN-C-R::
TTTCGACAGTTGGTGGTT . Jii ¥t pS408—17E %5 F A #5 D1 %720.90 0. 134, FEA2 € HARI #5 D%k
FE1.1220.074; FikipS408—-27E % BRI #8 DIZI20.97 0. 074, 7EF € JHI #5 DLE2
1.21£0. 124 JikipS408-1F1pS408-2111#5 DUETE 1 -2V F 9, 330 & T-(R45 DL ok .
[0051]  Sijstifs3

[0052] KA B - 2R /K BR A A7 A2 ki pTCS 101 FTpTCS201 (14 #4) 42
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[0053]  FH5|4)CmR-F : CAACTAAAGCACCCAT F#ICmR-R : TCGGCATTATCTCATAY 45 55 & i 1tk A
(J Bacteriol.1984,158(2) :543-50) , H %2 ApUCm—THM , 48 W 1 B i ae A /5, 3R
151 BRI N TR AR 1K1 7 17 NEcoRT 2IHind T 1T, ¥4 Ho iy 4 ApTC.

[0054]  DLE/KIkESalinicoccus sp.CGMCC No. 13032 %= K 2H Jy i , F 51 4P1-F -
GATCCATTTATGCCGAGFIP1-R : TCCGATGATTATATGGCH ™ 38 B) ] 545 pS408-1 5. 41| it 75 1) 52 #& (1)
DNAF %1 s LLER K BR B Salinicoccus sp.CGMCC No. 1313503 4H AR , B 51 4)P2-F -
GATCTGTTTATGCCGAGFIP2-R : ACTACCGTTTTATTTTCY 1 R n] 3k 15 pS408—-2 & il it 75 1) 78 #E 1Y)
DNAFF %1

[0055] B IR Ak /K ER B ook 5 1) B 75 1 56 B (W DNA 7 Z1 38 43 il /e b R 51485 i
WS INEE VI £, 22 B U1 B2 A pTC UKL 5 B ide B il 14 A I 73 73 9 Xba T FHind T1T . HH pS408-
152 il B 75 1 52 B2 Y DNA T 313 2 A pTC IR SRS AT AL RipTCS 101 (W3 B 1 an & 3 Fr )
FH pS408-2% ffill Ffr 75 11 52 B (1) DNA 7 F1 7 42 A pTC TR 3RS AT A2 BURLpTCS201 (1) B ] 3% 4 )
4F7R) o

[0056]  IX PHANATAE FiKipTCS101 FIpTCS2014% 51l 2 4 3K H pS408—1 FpS408-2 52 ¥ (K] £F 3k
JKER B o &1 P 75 00 B 1 B R, RS A AR R AT B b S P 75 0 B R, R R T
T b 7K BR T Hh 7 0 B A T I P IR B AR 10 5 IR AmpRAFTICR , A2 K AT B8 — 2h K BR A 5 42 I
i o

[0057]  Sjitifs4

[0058]  JkiL i ok BRI I SR A5 AT 28 AR BRI p TCS 10T FIpTCS201 145 D%k

[0059]  HFAEAIEL/KERE (Salinicoccus sp.) HFR408E 4 P YR FikipS408-1 FpS408-
2, T K H bR

[0060] B 5¥ i RipTCS101 HL 28 FLiE (ZHFEMS Microbiol Lett.1992,73(1-2) :133-
138 45 2% (07 %) BR 11 % A0 J702%) R AL B 37K KB (Salinicoccus sp.) WAR4089 , FESH
10ng/ml S5 2 1 56 4 35 R 2 AR RIS 7R PR I, 2 T PORLAS AH 25 14 SR BE A pS408—17H B 5
G BAE LA RN B TR P AR IR IR, I S BN P ARE TR IR SRS R B R itk
) B i 5 B R4S S5k pS408— 17 Y 5% AR T8 A%k » [F) B , 78 B Ak b P VR W Bk B ki pS408-2, 3K
13 JIURL AR 4 Y o 4 1 B A, B ER7K 3K B (Salinicoccus sp.) BHRPE.

[0061]  Wf 2 AR ki pTCS101 FIpTCS201 43 A1) % Ak 2 ks v BR 1 i #kSalinicoccus sp.PE
L DU AE 5 AR ok AE B /K BR B 1 % DUE . BORIp TCS 10 LAE XTSI 5 D1 %5723.52£0.61
A TR HARO % DI 8. 57 0. 884 s JIkipTCS20 1 7E X B 5 V1 %22, 23 £0. 201,
TERRE 45 D125, 340,357

[0062]  Sijstifl5

[0063] i 2078 22 K B >R 11 LR ot S g 228 IR 7 B /K BR B H 1) R IA

[0064] DL 4o €055 %) BR 1R 1 JE PRI 4L A Bt , FH 51 LDH-SA-F : TGATTGGCTAGTTTGTAFHLDH-
SA-R: AGTTATTCCTCGTTGTC ™ 3 R ] SR 15 L& it S g 2w 60 JE DXL A R Vi D e 7 41

[0065]  F- ik L1 Wit S I A 5 (R R0 B R U Dl e P 1 aE e 7E B RN 5157 s i V)
A1 R, B NpTCS101 5URE 5 By ide R il 14 P U1EG 73 70 9 Ps t IAECoRT « HH 2L IR it S 2
HFE LRI _F T Ui Th e 7 213 ApTCS 101 kL 3459 33 BkipTCS101-LDH.

[0066] 43 744 7 BRI pTCS 101 FH FL IR it S il 22 1K i ki pTCS101-LDHS3 il e N Jber v ik



N 106479928 B W OB P 7/7

JKERE (Salinicoccus sp.) BEAEPE, 133 7K BREE (Salinicoccus sp.) B#EPE (pTCS101)
A KERE (Salinicoccus sp.) FAKPE (pTCS101-LDH) .

[0067]  FEAH[E 264 T K537 B AR I HiAE B A - 75 F 10ng/ml E B K 3R 5 % 1 5 A 8%
FrHE AL 75 2 A58 W ISR 10m ] 35 7R I R A, FHZZ P (50mM Tris C1,150mM NaCl,
pH7.5) VeI P IR, IR B2 T Iml I 2 rE o S NI B 29 1 2U/m L P R BR A I (T 1 246
TAEY) TRE B () AR A A 7237 CHFE 1h, 2R J5 fERIR BL200W ) 4% TAE3s[H] [ 6s
1) 7 2 5 A AR 4 B, S AR IS () S 1 0min , B 5 ZEAR IR 25 14 R 12000rpm &5 00 2min, L&
% BHEPE  AE N E E IR

[0068] Il 5E 3 LL e 2h /K BR B (Salinicoccus sp.) B FRPE (pTCS101) Al Eh /K BR B
(Salinicoccus sp.) HFKPE (pTCS101-LDH) [ &4 L AH B v H L R i S0 B 1 LU 3 776

[0069] AR [ A B SR FH AL B0 R SR 2 R B R A PR A =1 AR 7= (1 BCA SR [ 7 & 1k 771 &
TE , M58 45 F o~ EL K BR T (Salinicoccus sp.) WHRPE (pTCS101) H £ E AR B 8 E i
WREEN3.65+0.01mg/ml , i /KBR T (Salinicoccus sp.) BARPE (pTCS101-LDH) [ 25 [ FH 2
TR B R 3. 7110, 01lmg/ml , —F E EAWEAEY.

(00701 il s IR Mt L 1) 77 VA = o S P i IR A0V 5 VR (LmM PN 2 , 0. 75mM- NADH, pH7. 0
~7.5) s LR BB AR IS M 3500 T, IKAVE G 13001, B R B Bl AR R 201
(00711 @ i I 5 340nm A 1 o I 28, AR 3R SRS INADH ) Y #E T 28, 11 R EL 3% 77 MIE
g KERE (Salinicoccus sp.) BFRPE (pTCS101) (188 (M 29 o FLIE it SR 11 L v
J1°M0.42+0.10U/mg, 2h/KBRE (Salinicoccus sp.) BEHEPE (pTCS101-LDH) )85 A FHHE K
Hh LR I U ) LU VS 10834 .34 £3. 710/ mg , J5 & 1 i vh FLIRR It S8 (1) LU % 92 =y 1180
B, 2 B LR W SR AR B L DR IA



CN 106479928 B F 5 = 1/12 7
[0001] F¢AIFk

[0002]  <110> H[E R} i 2 w5t B

[0003]  <120> —#kifit i £h i =y CODER 7K 3K B B ik NS U512 BT AR P P 05 Bt

[0004] <160> 7

[0005] <210> 1

[0006]  <211> 1436

[0007]  <212> DNA

[0008] <213> EL/KBKREE FEFkSalinicoccus sp.

[0009]  <400> 1

[0010] cagtcgaacg cgcagccccg gagettgete cgggttetge gagtggegga cgggtgagta 60
[0011] acacgtaggc aacctaccca tcagactggg ataaccgegg gaaaccgtgg ctaataccgg 120
[0012] atgatcctga tcccegecagg gggatgagtt gaaaggeggt ctttgactge cactgatgga 180
[0013] tgggeetgeg gegeattage tagttggtgg ggtaagggece caccaaggeg acgatgegta 240
[0014] gcecgacctga gagggtgatc ggcecacactg ggactgagac acggeccaga ctcctacggg 300
[0015] aggcagcagt agggaatctt ccgcaatgga cgcaagtctg acggagcaac geccgegtgag 360
[0016] tgaagaaggg tttcggetcg taaaactctg ttgtcaggga agaacgeccgg tgggagtaac 420
[0017] tgtccatcgg gtgacggtac ctgaccagaa agccacgget aactacgtge cagcagecge 480
[0018] ggtaatacgt aggtggcaag cgttatccgg aattattggg cgtaaagecge gegtaggegg 540
[0019] ttcgttaagt ctgatgtgaa agccccecgge tcaaccgggg agggtcattg gaaactggeg 600
[0020] aacttgagtg cagaagagga gagtggaatt ccatgtgtag cggtgaaatg cgcagagata 660
[0021] tggaggaaca ccagtggcga aggcggetct ctggtctgea actgacgetg atgtgegaaa 720
[0022] gcgtggggat caaacaggat tagataccct ggtagtccac gccgtaaacg atgagtgeta 780
[0023] agtgttaggg ggtttccgee ccttagtget geagcaaacg cattaagcac tccgectggg 840
[0024] gagtacggcc gcaaggctga aactcaaagg aattgacggg gacccgecaca ageggtggag 900
[0025] catgtggttt aattcgaagc aacgcgaaga accttaccaa atcttgacat cctctgaccg 960
[0026] ccatggagac atggcttcce ttcggggcag agtgacaggt ggtgeatggt tgtcgtcage 1020
[0027] tcgtgtcgtg agatgttggg ttaagtcccg caacgagege aacccttatc attagttgec 1080
[0028] agcattcagt tgggcactct agtgagactg ccggtgacaa accggaggaa ggtggggatg 1140
[0029] acgtcaaatc atcatgcccc ttatgatttg ggctacacac gtgctacaat ggacaggtta 1200
[0030] caaagggcag ctacgccgeg aggccaageg aatcccataa aactgttcte agttcggatt 1260
[0031] ggagtctgca actcgactcc atgaagctgg aatcgctagt aatcgtggat cagaatgcca 1320
[0032] cggtgaatac gttcccgggt cttgtacaca ccgececgteca caccacggaa gtcggtaaca 1380
[0033] cctgaagcecg gtgggccaac ctttatggag gecageegteg aaggtgggac cgatga 1436
[0034] <210> 2

[0035] <211> 2191

[0036] <212> DNA

[0037] <213> EL/KBREE FEFkSalinicoccus sp.

[0038] <400> 2

10



CN 106479928 B F 5 = 2/12 T
[0039] gatccattta tgccgagaaa acttttggtg ggaaaagcaa ccctgaataa actaaaaage 60
[0040] cggtaggcag ataccgtgag gtatcaaaaa tgcctaccga cagettttgg gtttttaggg 120
[0041] ttgccgttgg ttcacaccaa aaggaaattg gaataaatat taatttactg tatcttctta 180
[0042] attaaaagga ggagattaca ttaataatag tttaaattta tttcttattg tttctttttt 240
[0043] ctttttgctt tacttaatat tttctgaagg aaattttgec ttttttatat tattagegtt 300
[0044] tgttcttttt gtatttttct taatcgataa tggtgaaaag gaaaatgttg atgataaaag 360
[0045] gtattatgta ttacgtttat atattactgg tattgtaata ttctttttca ttactgattt 420
[0046] tatatatggg tggagtaatt cttttgttta tataatggct atgataccaa ttatgtatgt 480
[0047] aacagtaaaa aacaataaaa cgggtttctt cttatcttga tactatacgt cataatttct 540
[0048] atcgggggca atatgeccttg agecgttggt atgactgett taaacacaaa aaaacttgea 600
[0049] tgtttcecgte tactagttta gtgttttagg tgacgaagcc aaaaacataa aacctagggg 660
[0050] aaagtgcaag tttttttgta tgcacctttc ttggtagaaa ggatttattc acttatggag 720
[0051] aagtataccc agaaaaagcg aaaaaatcaa ctgttacaga cactcatcag taagcatgtc 780
[0052] agcaaaaaga cactggaacg ggtaaaggac tgtaatacat tcttatttat ggtggctgat 840
[0053] attacgatgg aaaaaaccaa actacaccgt tccaataact gcgagcatcg gttctgtcca 900
[0054] gtctgtgcat ggaagaaagc ccgtaagaac gccatgaaga ttagtattct gatggaatac 960
[0055] ctcaaaaaag aggagcagaa ggagtttctc tttctgactt tgacggcacc aaatgtgcca 1020
[0056] gctggggaac taaacgatga aattaagcat tataataact cgttcaaacg tatgatgcag 1080
[0057] cgaaaggaag taaagacggc tgtaaaaggc tatgtgcgga aattggaagt cacctacaac 1140
[0058] aaagatcgag acgactatca tccgecatttt cacgtaatct tagccgetga taaacactat 1200
[0059] tttaataata aaagacaata tattaaacgc gatagatggc tcgaactctg gcaacaatca 1260
[0060] acaaaaaatc cacttatcac gcaagtggac atcagacgcg taaaacacac cgacaacaaa 1320
[0061] aaagaagtct ccgaaattgc caaatacagc gccaaagaca gcegactatct ccaagacgaa 1380
[0062] accgtatttg acacattcta taaaacactt tccggtaagc gecttattgt atattccgga 1440
[0063] ctctttaaag acgccagcac actctatgaa accaaagcac tcgaccacta taaagacatg 1500
[0064] gatccaacct actacatcta ccaaattttt tatcactggg gtaaaactga ctacatcgaa 1560
[0065] accgaacgca aactcatgaa tcaagacatg ctaaaagaaa tcaatcagac cctattagac 1620
[0066] gaaacagaca tcgaagaata accgttacac ctgcacccat tgttacactt tccattccce 1680
[0067] ctttaacctt gacccctgta tcacgacacg cagtgatgca ggggtcaagg tttgagatta 1740
[0068] gtaacttgtt gcttatcgaa tgggggaaga tgccaggtat atcaatgggt gegggtgtat 1800
[0069] acgaccattc caaataaaaa aatgggtcat accccccatt taccccccca tttaccctac 1860
[0070] catttggaat agtcatggaa tctttatgga aagtgtattt agtatgttat ttagaatcat 1920
[0071] attgggattt atttaattgt ttttttgttc tcactcttga agcgaatcat cccagtctaa 1980
[0072] cgctcgggaa ttttggtaaa aatggacgtg cgtgtaactg ggcagtacct gegtactgat 2040
[0073] tttaaactta actttgattt agacaccatt tcagagtcca aataagagta tatgagcgtc 2100
[0074] caaattgttt ttagggtact tttctatgac ttaagtcctt agaaacgctt tgagggetct 2160
[0075] ttctgacgtt ttgagccata taatcatcgg a 2191
[0076]  <210> 3

0077]  <211> 3007
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[0078] <212> DNA

[0079] <213> EL/KIREE FEMkSalinicoccus sp.

[0080]  <400> 3

[0081] gatctgttta tgccgagaaa acttttggtg ggaataggga aacggaaaga tactaaaaag 60
[0082] ccgaatggct ggataccgtt aggtatcaat tttgccattc gacagetttt ttattttttg 120
[0083] tttccctgtt ggttcacacc aaaaggaaat tggaataaaa atataaagag agttggtaca 180
[0084] tttttgatta atatttttag gataattatg tttataggtg cagggatttt attatttaat 240
[0085] gtgattgcaa gaccagataa tgcattttta tttatgacat taggtgttct gctagttatg 300
[0086] ggcggaggag ttatgatact aagacagaat aaaggaaaag aataaaagga gaaaaactat 360
[0087] atagaactca ttattaaaaa tgctattaaa ggtattagta atttagtttt catcggtaga 420
[0088] ctccttcgta agatgtttta taaataagta tggagcgatt ataaacattc ccatttgtat 480
[0089] gaaagtgtta ggtaaaaatt taagtttttc catcatttca ttttcagtga atgctataaa 540
[0090] aggaaataga attatgcaga aagcaaaata aattgttaat aatagatatg gaaattcaaa 600
[0091] tatgtttcca gtagtaaaat tgtttatgac atagatatag aatgcaaaaa tagctacacc 660
[0092] aattatgaat gctaagaatc tgaaaaaaat gttgctagaa ttcattaaac taatactcct 720
[0093] ttgttattat gatataaacg aatggaacac agactatatg agtaggataa aaaagcaagt 780
[0094] ttctaaaaag acaataagca gatacttatt gtctttttag aacttgcttt tgaacttaga 840
[0095] aatgagcgtt tttgagcgag tttcttttat cttgatacta agggtcatat tttcgatttg 900
[0096] ggtaaatatg accctatccc ttgatacagt tgacttaaac acaaaaaaac ttgcattttc 960
[0097] cagggtagta gtttaatgtt ctaggtgact aagccaacaa cataaattac taggggaaag 1020
[0098] tgcaagtttt tttgtacctt tcgcagatga aaggattatt caattcatgg agaagtatac 1080
[0099] agagaaaaag ttgaaaaatc aactgttaca gacactcata ggcaaacatg ttactgattc 1140
[0100] cacactatta agaataaagg agtgcaacac atttatgtta tttcttgctg ataagacget 1200
[0101] tgaaaagacg aagttgcatg gtgcgaatag ttgcaagcat agattttgtc cagtgtgtte 1260
[0102] atggcggaaa tctcggaaga atgcattgaa gatcagcatt ctcatgcagt atttgagaga 1320
[0103] agaagaaaat aaagaatttg ttttcttaac gcttactgca ccaaacgtga ctgctgatga 1380
[0104] attgaatgat gagattcaac attataacaa atcttttaaa cggttgatgg aacgtaaaga 1440
[0105] agtgaaagca gcagtcaaag gttatgttag aaaattagaa gtgacctatg acggtaaaga 1500
[0106] atctattacg aaaagtatgt ataaacatcg aacgaattat tataaaaaac gtggcttaaa 1560
[0107] tatcggcgat aaaaatccaa actatgatac ttatcatcca cattttcatg tggtgctgge 1620
[0108] agttaataaa acctatttta ataaaccgaa tgtttatatt cgtcagtctc ggtggttgga 1680
[0109] attgtggcaa caatctacaa aaaatccaat gattacgcag gtcgatgtca gacgagtgaa 1740
[0110] acatacagat aacaaaaaag aagtttcaga gattgcgaaa tacagtgcga aggattctga 1800
[0111] ttatctacaa aatgaaaaag tttttgatac attttttaat tcattgtcag gcaaacgatt 1860
[0112] gattgtgtat tcaggattgt ttaaagaagc cagcaagatg tatgacaata aagaattaga 1920
[0113] aaagtataaa gaaatggatc cgactcaata tatattttta ttgttttatc attggggaca 1980
[0114] aacagaatat attcaaacgg aacaaaaatt aatgtcggaa gatatgcaaa aagaagttaa 2040
[0115] taatcaaatg ctagatgatg aaaatattga ggaagagtaa ccgaaaggtt gctctttttt 2100
[0116] tgatttcacc cttgaggcgg atttccccag gggaatgetc gttttttcgt tagaaaaata 2160
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[0117] cgtgcgtgta actgggcagt atttaaaata ctgaaatctg attctgttat tttgetattt 2220
[0118] aacataaatg ttaatatgtt atttaaataa aatgttatca agataatgaa tcatttaatt 2280
[0119] aatattttat ttaattaaat tgttaacatc gttcaaatgc caaataagcg attctgageg 2340
[0120] tttctattta attttaggta gttcagttca tttttgatta ttgaatgtcc tcagaactga 2400
[0121] tttatggctt atatatgcgg attcaaaata atttatggga ctgttttata tattttcata 2460
[0122] ttcccgtaag ggtgcactta tacgttattc tgacggggtg cacaaaatct ttctegectg 2520
[0123] cgctcgaaaa aacggtaaag aataggagtt gatagttatc aaaaatattt tttattttct 2580
[0124] tttattaatt atcatatttg aagttatttt ttatatattt tttgatacta gacctagtga 2640
[0125] attaatttta ttgattggag gattatgtat tatttattta gcagttcaat cgattaaaaa 2700
[0126] aattgttaat aattcaagtg aaagaaaata aagaaagggg aatcaaaagt agaatttttt 2760
[0127] taaaaaaagt gagaatgagt gaaaatcaaa aataaattat aaagagcata aggggtttat 2820
[0128] gatatcaaac gcttatcgct tacgctctaa acgttgatat ggtcggeagt gecgacctta 2880
[0129] accttatgcc atcacaataa ttatataaaa cacactaaaa acacaaagat gagtcgtgtg 2940
[0130] tttttagtgt gttatttttc ggtattgaga aaacagttgc aaaggtatta gaaaataaaa 3000
[0131] cggtagt 3007
[0132] <210> 4

[0133] <211> 308

[0134]  <212> PRT

[0135] <213> EL/KIREE FEMkSalinicoccus sp.

[0136]  <400> 4

[0137] Met Glu Lys Tyr Thr Gln Lys Lys Arg Lys Asn Gln Leu Leu Gln

[0138] 1 5 10 15

[0139]  Thr Leu Ile Ser Lys His Val Ser Lys Lys Thr Leu Glu Arg Val

[0140] 20 25 30

[0141] Lys Asp Cys Asn Thr Phe Leu Phe Met Val Ala Asp Ile Thr Met

[0142] 35 40 45

[0143]  Glu Lys Thr Lys Leu His Arg Ser Asn Asn Cys Glu His Arg Phe

[0144] 50 55 60

[0145] Cys Pro Val Cys Ala Trp Lys Lys Ala Arg Lys Asn Ala Met Lys

[0146] 65 70 75

[0147] Tle Ser Ile Leu Met Glu Tyr Leu Lys Lys Glu Glu Gln Lys Glu

[0148] 80 85 90

[0149]  Phe Leu Phe Leu Thr Leu Thr Ala Pro Asn Val Pro Ala Gly Glu

[0150] 95 100 105

[0151]  Leu Asn Asp Glu Ile Lys His Tyr Asn Asn Ser Phe Lys Arg Met

[0152] 110 115 120

[0153] Met Gln Arg Lys Glu Val Lys Thr Ala Val Lys Gly Tyr Val Arg

[0154] 125 130 135

[0155] Lys Leu Glu Val Thr Tyr Asn Lys Asp Arg Asp Asp Tyr His Pro
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[0156] 140 145 150
[0157] His Phe His Val Ile Leu Ala Ala Asp Lys His Tyr Phe Asn Asn
[0158] 155 160 165
[0159] Lys Arg Gln Tyr Ile Lys Arg Asp Arg Trp Leu Glu Leu Trp Gln
[0160] 170 175 180
[0161]  Gln Ser Thr Lys Asn Pro Leu Ile Thr Gln Val Asp Ile Arg Arg
[0162] 185 190 195
[0163]  Val Lys His Thr Asp Asn Lys Lys Glu Val Ser Glu Ile Ala Lys
[0164] 200 205 210
[0165] Tyr Ser Ala Lys Asp Ser Asp Tyr Leu Gln Asp Glu Thr Val Phe
[0166] 215 220 225
[0167]  Asp Thr Phe Tyr Lys Thr Leu Ser Gly Lys Arg Leu Ile Val Tyr
[0168] 230 235 240
[0169]  Ser Gly Leu Phe Lys Asp Ala Ser Thr Leu Tyr Glu Thr Lys Ala
[0170] 245 250 265
[0171]  Leu Asp His Tyr Lys Asp Met Asp Pro Thr Tyr Tyr Ile Tyr Gln
[0172] 260 265 270
[0173] Ile Phe Tyr His Trp Gly Lys Thr Asp Tyr Ile Glu Thr Glu Arg
[0174] 275 280 285
[0175] Lys Leu Met Asn Gln Asp Met Leu Lys Glu Ile Asn Gln Thr Leu
[0176] 290 295 300
[0177]  Leu Asp Glu Thr Asp Ile Glu Glu

[0178] 305

[0179]  <210> 5

[0180] <211> 337

[0181] <212> PRT

[0182] <213> EL/KBKRFE FEFkSalinicoccus sp.

[0183] <400> 5

[0184] Met Glu Lys Tyr Thr Glu Lys Lys Leu Lys Asn Gln Leu Leu Gln
[0185] 5 10 15

[0186] Thr Leu Ile Gly Lys His Val Thr Asp Ser Thr Leu Leu Arg Ile
[0187] 20 25 30
[0188] Lys Glu Cys Asn Thr Phe Met Leu Phe Leu Ala Asp Lys Thr Leu
[0189] 35 40 45
[0190] Glu Lys Thr Lys Leu His Gly Ala Asn Ser Cys Lys His Arg Phe
[0191] 50 55 60
[0192] Cys Pro Val Cys Ser Trp Arg Lys Ser Arg Lys Asn Ala Leu Lys
[0193] 65 70 75
[0194] Tle Ser Ile Leu Met Gln Tyr Leu Arg Glu Glu Glu Asn Lys Glu
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[0195] 80 85 90
[0196]  Phe Val Phe Leu Thr Leu Thr Ala Pro Asn Val Thr Ala Asp Glu
[0197] 95 100 105
[0198] Leu Asn Asp Glu Ile Gln His Tyr Asn Lys Ser Phe Lys Arg Leu
[0199] 110 115 120
[0200] Met Glu Arg Lys Glu Val Lys Ala Ala Val Lys Gly Tyr Val Arg
[0201] 125 130 135
[0202] Lys Leu Glu Val Thr Tyr Asp Gly Lys Glu Ser Ile Thr Lys Ser
[0203] 140 145 150
[0204] Met Tyr Lys His Arg Thr Asn Tyr Tyr Lys Lys Arg Gly Leu Asn
[0205] 155 160 165
[0206] Tle Gly Asp Lys Asn Pro Asn Tyr Asp Thr Tyr His Pro His Phe
[0207] 170 175 180
[0208] His Val Val Leu Ala Val Asn Lys Thr Tyr Phe Asn Lys Pro Asn
[0209] 185 190 195
[0210] Val Tyr Ile Arg Gln Ser Arg Trp Leu Glu Leu Trp Gln Gln Ser
[0211] 200 205 210
[0212]  Thr Lys Asn Pro Met Ile Thr Gln Val Asp Val Arg Arg Val Lys
[0213] 215 220 225
[0214] His Thr Asp Asn Lys Lys Glu Val Ser Glu Ile Ala Lys Tyr Ser
[0215] 230 235 240
[0216] Ala Lys Asp Ser Asp Tyr Leu Gln Asn Glu Lys Val Phe Asp Thr
[0217] 245 250 255
[0218] Phe Phe Asn Ser Leu Ser Gly Lys Arg Leu Ile Val Tyr Ser Gly
[0219] 260 265 270
[0220] Leu Phe Lys Glu Ala Ser Lys Met Tyr Asp Asn Lys Glu Leu Glu
[0221] 275 280 285
[0222] Lys Tyr Lys Glu Met Asp Pro Thr Gln Tyr Ile Phe Leu Leu Phe
[0223] 290 295 300
[0224] Tyr His Trp Gly Gln Thr Glu Tyr Ile Gln Thr Glu Gln Lys Leu
[0225] 305 310 315
[0226] Met Ser Glu Asp Met Gln Lys Glu Val Asn Asn Gln Met Leu Asp
[0227] 320 325 330
[0228] Asp Glu Asn Ile Glu Glu Glu

[0229] 335

[0230] <210> 6

[0231]  <211> 5779

[0232] <212> DNA

[0233] <213> EL/KBREE FEFkSalinicoccus sp.
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[0234]  <400> 6

[0235] ctgcaggegg ccgeccatgg gatatcatcg atcatatgtce gecctatagt gagtcgtatt 60
[0236] acggtaccga gctcgaattc actggcegte gttttacaac gtegtgactg ggaaaaccet 120
[0237] ggcgttacce aacttaatcg ccttgcagea catcccectt tcgecagetg gegtaatage 180
[0238] gaagaggccce gecaccgatcecg cccttecccaa cagttgegea gectgaatgg cgaatggege 240
[0239] ctgatgeggt attttctcct tacgecatctg tgeggtattt cacaccgeat atggtgecact 300
[0240] ctcagtacaa tctgctctga tgccgecatag ttaagccage cccgacacce gecaacacce 360
[0241] gctgacgege cctgacggge ttgtetgete ccggeatceeg cttacagaca agetgtgace 420
[0242] gtctccggga getgeatgtg tcagaggttt tcaccgtcat caccgaaacg cgegagacga 480
[0243] aagggcctcg tgatacgect atttttatag gttaatgtca tgataataat ggtttcttag 540
[0244] acgtcaggtg gcacttttcg gggaaatgtg cgeggaacce ctatttgttt atttttctaa 600
[0245] atacattcaa atatgtatcc gctcatgaga caataaccct gataaatgct tcaataatat 660
[0246] tgaaaaagga agagtatgag tattcaacat ttccgtgtcg cccttattcc cttttttgeg 720
[0247] gcattttgcc ttcctgtttt tgctcaccca gaaacgetgg tgaaagtaaa agatgctgaa 780
[0248] gatcagttgg gtgcacgagt gggttacatc gaactggatc tcaacagcgg taagatcctt 840
[0249] gagagttttc gccccgaaga acgttttcca atgatgagea cttttaaagt tctgetatgt 900
[0250] ggcgeggtat tatcccgtat tgacgecggg caagagcaac tcggtcegeceg catacactat 960
[0251] tctcagaatg acttggttga gtactcacca gtcacagaaa agcatcttac ggatggcatg 1020
[0252] acagtaagag aattatgcag tgctgccata accatgagtg ataacactgc ggccaactta 1080
[0253] cttctgacaa cgatcggagg accgaaggag ctaaccgett ttttgcacaa catgggggat 1140
[0254] catgtaactc gccttgatcg ttgggaaccg gagctgaatg aagccatacc aaacgacgag 1200
[0255] cgtgacacca cgatgcctgt agcaatggca acaacgttge gcaaactatt aactggegaa 1260
[0256] ctacttactc tagcttcccg gcaacaatta atagactgga tggaggegga taaagttgea 1320
[0257] ggaccacttc tgcgetegge ccttecgget ggetggttta ttgetgataa atctggagee 1380
[0258] ggtgagcgtg ggtctcgegg tatcattgeca gcactgggge cagatggtaa gecctcecgt 1440
[0259] atcgtagtta tctacacgac ggggagtcag gcaactatgg atgaacgaaa tagacagatc 1500
[0260] gctgagatag gtgcctcact gattaagcat tggtaactgt cagaccaagt ttactcatat 1560
[0261] atactttaga ttgatttaaa acttcatttt taatttaaaa ggatctaggt gaagatcctt 1620
[0262] tttgataatc tcatgaccaa aatcccttaa cgtgagtttt cgttccactg agecgtcagac 1680
[0263] cccgtagaaa agatcaaagg atcttcttga gatccttttt ttctgegegt aatctgetge 1740
[0264] ttgcaaacaa aaaaaccacc gctaccagceg gtggtttgtt tgecggatca agagetacca 1800
[0265] actctttttc cgaaggtaac tggcttcage agagegcaga taccaaatac tgttcttcta 1860
[0266] gtgtagccgt agttaggeca ccacttcaag aactctgtag caccgectac ataccteget 1920
[0267] ctgctaatcc tgttaccagt ggctgctgec agtggcgata agtcgtgtet taccgggttg 1980
[0268] gactcaagac gatagttacc ggataaggcg cagcggtcgg getgaacggg gggttecgtge 2040
[0269] acacagccca gcttggageg aacgacctac accgaactga gatacctaca gegtgageta 2100
[0270] tgagaaagcg ccacgcttcc cgaagggaga aaggeggaca ggtatceggt aagcggeagg 2160
[0271] gtcggaacag gagagcgcac gagggagctt ccagggggaa acgcectggta tctttatagt 2220
[0272] cctgtcgggt ttcgecacet ctgacttgag cgtcgatttt tgtgatgete gtcagggggg 2280
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[0273] cggagcctat ggaaaaacgc cagcaacgceg gectttttac ggttectgge cttttgetgg 2340
[0274] ccttttgctc acatgttctt tcctgegtta tcccetgatt ctgtggataa cegtattace 2400
[0275] gcctttgagt gagctgatac cgetegecge agecgaacga ccgagegeag cgagtcagtg 2460
[0276] agcgaggaag cggaagagcg cccaatacge aaaccgectc tcccegegeg ttggecgatt 2520
[0277] cattaatgca gctggcacga caggtttccc gactggaaag cgggeagtga gegcaacgea 2580
[0278] attaatgtga gttagctcac tcattaggca ccccaggctt tacactttat gettccgget 2640
[0279] cgtatgttgt gtggaattgt gagcggataa caatttcaca caggaaacag ctatgaccat 2700
[0280] gattacgcca agctttccga tgattatatg gctcaaaacg tcagaaagag ccctcaaage 2760
[0281] gtttctaagg acttaagtca tagaaaagta ccctaaaaac aatttggacg ctcatatact 2820
[0282] cttatttgga ctctgaaatg gtgtctaaat caaagttaag tttaaaatca gtacgcaggt 2880
[0283] actgcccagt tacacgcacg tccattttta ccaaaattcc cgagegttag actgggatga 2940
[0284] ttcgcttcaa gagtgagaac aaaaaaacaa ttaaataaat cccaatatga ttctaaataa 3000
[0285] catactaaat acactttcca taaagattcc atgactattc caaatggtag ggtaaatggg 3060
[0286] ggggtaaatg gggggtatga cccatttttt tatttggaat ggtcgtatac acccgcacce 3120
[0287] attgatatac ctggcatctt cccccattcg ataagcaaca agttactaat ctcaaacctt 3180
[0288] gacccctgca tcactgegtg tcgtgataca ggggtcaagg ttaaaggggg aatggaaagt 3240
[0289] gtaacaatgg gtgcaggtgt aacggttatt cttcgatgtc tgtttcgtct aatagggtct 3300
[0290] gattgatttc ttttagcatg tcttgattca tgagtttgeg ttcggtttcg atgtagtcag 3360
[0291] ttttacccca gtgataaaaa atttggtaga tgtagtaggt tggatccatg tctttatagt 3420
[0292] ggtcgagtge tttggtttca tagagtgtge tggcgtcttt aaagagtccg gaatatacaa 3480
[0293] taaggcgctt accggaaagt gttttataga atgtgtcaaa tacggtttcg tcttggagat 3540
[0294] agtcgctgte tttggegetg tatttggecaa ttteggagac ttettttttg ttgteggtgt 3600
[0295] gttttacgcg tctgatgtcc acttgcgtga taagtggatt ttttgttgat tgttgccaga 3660
[0296] gttcgagcca tctatcgegt ttaatatatt gtcttttatt attaaaatag tgtttatcag 3720
[0297] cggctaagat tacgtgaaaa tgcggatgat agtcgtctcg atctttgttg taggtgactt 3780
[0298] ccaatttccg cacatagcct tttacageceg tctttacttc ctttegetge atcatacgtt 3840
[0299] tgaacgagtt attataatgc ttaatttcat cgtttagttc cccagctgge acatttggtg 3900
[0300] ccgtcaaagt cagaaagaga aactccttct getcctettt tttgaggtat tccatcagaa 3960
[0301] tactaatctt catggcgttc ttacgggctt tcttccatge acagactgga cagaaccgat 4020
[0302] gctcgcagtt attggaacgg tgtagtttgg ttttttccat cgtaatatca gccaccataa 4080
[0303] ataagaatgt attacagtcc tttacccgtt ccagtgtctt tttgctgaca tgcttactga 4140
[0304] tgagtgtctg taacagttga ttttttcget ttttctgggt atacttctcc ataagtgaat 4200
[0305] aaatcctttc taccaagaaa ggtgcataca aaaaaacttg cactttcccc taggttttat 4260
[0306] gtttttggct tcgtcaccta aaacactaaa ctagtagacg gaaacatgca agtttttttg 4320
[0307] tgtttaaagc agtcatacca acggctcaag gcatattgcc cccgatagaa attatgacgt 4380
[0308] atagtatcaa gataagaaga aacccgtttt attgtttttt actgttacat acataattgg 4440
[0309] tatcatagcc attatataaa caaaagaatt actccaccca tatataaaat cagtaatgaa 4500
[0310] aaagaatatt acaataccag taatatataa acgtaataca taataccttt tatcatcaac 4560
[0311] attttccttt tcaccattat cgattaagaa aaatacaaaa agaacaaacg ctaataatat 4620
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[0312] aaaaaaggca aaatttcctt cagaaaatat taagtaaagc aaaaagaaaa aagaaacaat 4680
[0313] aagaaataaa tttaaactat tattaatgta atctcctcct tttaattaag aagatacagt 4740
[0314] aaattaatat ttattccaat ttccttttgg tgtgaaccaa cggcaaccct aaaaacccaa 4800
[0315] aagctgtcgg taggcatttt tgatacctca cggtatctge ctaccggett tttagtttat 4860
[0316] tcagggttgc ttttcccacc aaaagttttc tcggecataaa tggatctcta gactcgaggg 4920
[0317] atccagatct ccagtctttc ggcattatct catattataa aagccagtca ttaggcctat 4980
[0318] ctgacaattc ctgaatagag ttcataaaca atcctgcatg ataaccatca caaacagaat 5040
[0319] gatgtacctg taaagatagc ggtaaatata ttgaattacc tttattaatg aattttcctg 5100
[0320] ctgtaataat gggtagaagg taattactat tattattgat atttaagtta aacccagtaa 5160
[0321] atgaagtcca tggaataata gaaagagaaa aagcattttc aggtataggt gttttgggaa 5220
[0322] acaatttccc cgaaccatta tatttctcta catcagaaag gtataaatca taaaactctt 5280
[0323] tgaagtcatt ctttacagga gtccaaatac cagagaatgt tttagataca ccatcaaaaa 5340
[0324] ttgtataaag tggctctaac ttatcccaat aacctaactc tccgtcgeta ttgtaaccag 5400
[0325] ttctaaaagc tgtatttgag tttatcaccc ttgtcactaa gaaaataaat gcagggtaaa 5460
[0326] atttatatcc ttcttgtttt atgtttcggt ataaaacact aatatcaatt tctgtggtta 5520
[0327] tactaaaagt cgtttgttgg ttcaaataat gattaaatat ctcttttctc ttccaattgt 5580
[0328] ctaaatcaat tttattaaag ttcatttgat atgcctccta aatttttatc taaagtgtta 5640
[0329] cttgtctget ttcttcatta gaatcaatcc ttttttaaaa gtcaatatta ctgtaacata 5700
[0330] aatatatata ttttaaaaat atcccacttt atccaatttt cgtttgttga actaatgggt 5760
[0331] gctttagttg agacctggt 5779
[0332] <210> 7

[0333] <211> 6595

[0334]  <212> DNA

[0335] <213> EL/KBREEEFkSalinicoccus sp.

[0336]  <400> 7

[0337] ctgcaggegg ccgeccatgg gatatcatecg atcatatgte gecctatagt gagtcgtatt 60
[0338] acggtaccga gctcgaattc actggcegte gttttacaac gtegtgactg ggaaaaccet 120
[0339] ggcgttacce aacttaatcg ccttgcagea catcccectt tcgecagetg gegtaatage 180
[0340] gaagaggccce geaccgatcecg cccttecccaa cagttgegea gectgaatgg cgaatggege 240
[0341] ctgatgeggt attttctcct tacgecatctg tgeggtattt cacaccgeat atggtgecact 300
[0342] ctcagtacaa tctgctctga tgccgecatag ttaagccage cccgacacce geccaacacce 360
[0343] gctgacgege cctgacggge ttgtetgete ccggeatceg cttacagaca agetgtgace 420
[0344] gtctccggga getgeatgtg tcagaggttt tcaccgtcat caccgaaacg cgegagacga 480
[0345] aagggcctcg tgatacgect atttttatag gttaatgtca tgataataat ggtttcttag 540
[0346] acgtcaggtg gcacttttcg gggaaatgtg cgeggaacce ctatttgttt atttttctaa 600
[0347] atacattcaa atatgtatcc gctcatgaga caataaccct gataaatgct tcaataatat 660
[0348] tgaaaaagga agagtatgag tattcaacat ttccgtgtcg cccttattcc cttttttgeg 720
[0349] gcattttgce ttcctgtttt tgetcaccca gaaacgetgg tgaaagtaaa agatgctgaa 780
[0350] gatcagttgg gtgcacgagt gggttacatc gaactggatc tcaacagcgg taagatcctt 840

18



CN 106479928 B r$ §|J % 10/12 51
[0351] gagagttttc gccccgaaga acgttttcca atgatgagea cttttaaagt tctgetatgt 900
[0352] ggcgeggtat tatcccgtat tgacgecggg caagagcaac tcggtcegeceg catacactat 960
[0353] tctcagaatg acttggttga gtactcacca gtcacagaaa agcatcttac ggatggcatg 1020
[0354] acagtaagag aattatgcag tgctgccata accatgagtg ataacactgc ggccaactta 1080
[0355] cttctgacaa cgatcggagg accgaaggag ctaaccgett ttttgcacaa catgggggat 1140
[0356] catgtaactc gccttgatcg ttgggaaccg gagctgaatg aagccatacc aaacgacgag 1200
[0357] cgtgacacca cgatgcctgt agcaatggca acaacgttge gcaaactatt aactggegaa 1260
[0358] ctacttactc tagcttcccg gcaacaatta atagactgga tggaggegga taaagttgea 1320
[0359] ggaccacttc tgcgetegge ccttecgget ggetggttta ttgetgataa atctggagee 1380
[0360] ggtgagcgtg ggtctcgegg tatcattgeca gcactgggge cagatggtaa gecctcecgt 1440
[0361] atcgtagtta tctacacgac ggggagtcag gcaactatgg atgaacgaaa tagacagatc 1500
[0362] gctgagatag gtgcctcact gattaagcat tggtaactgt cagaccaagt ttactcatat 1560
[0363] atactttaga ttgatttaaa acttcatttt taatttaaaa ggatctaggt gaagatcctt 1620
[0364] tttgataatc tcatgaccaa aatcccttaa cgtgagtttt cgttccactg agcgtcagac 1680
[0365] cccgtagaaa agatcaaagg atcttcttga gatccttttt ttctgcgegt aatctgetge 1740
[0366] ttgcaaacaa aaaaaccacc gctaccageg gtggtttgtt tgecggatca agagetacca 1800
[0367] actctttttc cgaaggtaac tggcttcage agagegcaga taccaaatac tgttcttcta 1860
[0368] gtgtagccgt agttaggcca ccacttcaag aactctgtag caccgcctac ataccteget 1920
[0369] ctgctaatcc tgttaccagt ggctgctgec agtggcgata agtcgtgtet taccgggttg 1980
[0370] gactcaagac gatagttacc ggataaggcg cagcggtcgg getgaacggg gggttecgtge 2040
[0371] acacagccca gcttggageg aacgacctac accgaactga gatacctaca gegtgageta 2100
[0372] tgagaaagcg ccacgcttcc cgaagggaga aaggeggaca ggtatceggt aagcggeagg 2160
[0373] gtcggaacag gagagcgcac gagggagctt ccagggggaa acgcectggta tctttatagt 2220
[0374] cctgtcgggt ttcgecacet ctgacttgag cgtcgatttt tgtgatgete gtcagggggg 2280
[0375] cggagcctat ggaaaaacgc cagcaacgceg gectttttac ggttectgge cttttgetgg 2340
[0376] ccttttgctc acatgttctt tcctgegtta tcccetgatt ctgtggataa cegtattace 2400
[0377] gcctttgagt gagctgatac cgctegecge agecgaacga ccgagegeag cgagtcagtg 2460
[0378] agcgaggaag cggaagagcg cccaatacge aaaccgectc tcccegegeg ttggecgatt 2520
[0379] cattaatgca gctggcacga caggtttccc gactggaaag cgggeagtga gegcaacgea 2580
[0380] attaatgtga gttagctcac tcattaggca ccccaggctt tacactttat gettccgget 2640
[0381] cgtatgttgt gtggaattgt gagcggataa caatttcaca caggaaacag ctatgaccat 2700
[0382] gattacgcca agcttactac cgttttattt tctaatacct ttgcaactgt tttctcaata 2760
[0383] ccgaaaaata acacactaaa aacacacgac tcatctttgt gtttttagtg tgttttatat 2820
[0384] aattattgtg atggcataag gttaaggtcg gcactgecga ccatatcaac gtttagageg 2880
[0385] taagcgataa gcgtttgata tcataaaccc cttatgetct ttataattta tttttgattt 2940
[0386] tcactcattc tcactttttt taaaaaaatt ctacttttga ttcccctttc tttattttct 3000
[0387] ttcacttgaa ttattaacaa tttttttaat cgattgaact gctaaataaa taatacataa 3060
[0388] tcctccaatc aataaaatta attcactagg tctagtatca aaaaatatat aaaaaataac 3120
[0389] ttcaaatatg ataattaata aaagaaaata aaaaatattt ttgataacta tcaactccta 3180

19



CN 106479928 B r# §|J % 11/12 51
[0390] ttctttaccg ttttttcgag cgcaggegag aaagattttg tgcaccccgt cagaataacg 3240
[0391] tataagtgca cccttacggg aatatgaaaa tatataaaac agtcccataa attattttga 3300
[0392] atccgcatat ataagccata aatcagttct gaggacattc aataatcaaa aatgaactga 3360
[0393] actacctaaa attaaataga aacgctcaga atcgcttatt tggcatttga acgatgttaa 3420
[0394] caatttaatt aaataaaata ttaattaaat gattcattat cttgataaca ttttatttaa 3480
[0395] ataacatatt aacatttatg ttaaatagca aaataacaga atcagatttc agtattttaa 3540
[0396] atactgccca gttacacgca cgtatttttc taacgaaaaa acgagcattc ccctggggaa 3600
[0397] atccgcctca agggtgaaat caaaaaaaga gcaacctttc ggttactctt cctcaatatt 3660
[0398] ttcatcatct agcatttgat tattaacttc tttttgcata tcttccgaca ttaatttttg 3720
[0399] ttccgtttga atatattctg tttgtcccca atgataaaac aataaaaata tatattgagt 3780
[0400] cggatccatt tctttatact tttctaattc tttattgtca tacatcttge tggettettt 3840
[0401] aaacaatcct gaatacacaa tcaatcgttt gcctgacaat gaattaaaaa atgtatcaaa 3900
[0402] aactttttca ttttgtagat aatcagaatc cttcgcactg tatttcgcaa tctctgaaac 3960
[0403] ttcttttttg ttatctgtat gtttcactcg tctgacatcg acctgcgtaa tcattggatt 4020
[0404] ttttgtagat tgttgccaca attccaacca ccgagactga cgaatataaa cattcggttt 4080
[0405] attaaaatag gttttattaa ctgccagcac cacatgaaaa tgtggatgat aagtatcata 4140
[0406] gtttggattt ttatcgccga tatttaagec acgtttttta taataattcg ttcgatgttt 4200
[0407] atacatactt ttcgtaatag attctttacc gtcataggtc acttctaatt ttctaacata 4260
[0408] acctttgact gctgettteca cttctttacg ttccatcaac cgtttaaaag atttgttata 4320
[0409] atgttgaatc tcatcattca attcatcagc agtcacgttt ggtgcagtaa gcgttaagaa 4380
[0410] aacaaattct ttattttctt cttctctcaa atactgcatg agaatgctga tcttcaatge 4440
[0411] attcttccga gatttccgec atgaacacac tggacaaaat ctatgcttge aactattcge 4500
[0412] accatgcaac ttcgtctttt caagegtctt atcagcaaga aataacataa atgtgttgca 4560
[0413] ctcctttatt cttaatagtg tggaatcagt aacatgtttg cctatgagtg tctgtaacag 4620
[0414] ttgatttttc aactttttct ctgtatactt ctccatgaat tgaataatcc tttcatctge 4680
[0415] gaaaggtaca aaaaaacttg cactttcccc tagtaattta tgttgttgge ttagtcacct 4740
[0416] agaacattaa actactaccc tggaaaatgc aagttttttt gtgtttaagt caactgtatc 4800
[0417] aagggatagg gtcatattta cccaaatcga aaatatgacc cttagtatca agataaaaga 4860
[0418] aactcgctca aaaacgctca tttctaagtt caaaagcaag ttctaaaaag acaataagta 4920
[0419] tctgcttatt gtctttttag aaacttgett ttttatccta ctcatatagt ctgtgttcca 4980
[0420] ttcgtttata tcataataac aaaggagtat tagtttaatg aattctagca acattttttt 5040
[0421] cagattctta gcattcataa ttggtgtagc tatttttgca ttctatatct atgtcataaa 5100
[0422] caattttact actggaaaca tatttgaatt tccatatcta ttattaacaa tttattttge 5160
[0423] tttctgcata attctatttc cttttatagc attcactgaa aatgaaatga tggaaaaact 5220
[0424] taaattttta cctaacactt tcatacaaat gggaatgttt ataatcgctc catacttatt 5280
[0425] tataaaacat cttacgaagg agtctaccga tgaaaactaa attactaata cctttaatag 5340
[0426] catttttaat aatgagttct atatagtttt tctcctttta ttcttttect ttattctgte 5400
[0427] ttagtatcat aactcctccg cccataacta gcagaacacc taatgtcata aataaaaatg 5460
[0428] cattatctgg tcttgcaatc acattaaata ataaaatccc tgcacctata aacataatta 5520
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[0429] tcctaaaaat attaatcaaa aatgtaccaa ctctctttat atttttattc caatttcctt 5580
[0430] ttggtgtgaa ccaacaggga aacaaaaaat aaaaaagctg tcgaatggca aaattgatac 5640
[0431] ctaacggtat ccagccattc ggetttttag tatctttcecg tttcectatt cccaccaaaa 5700
[0432] gttttctcgg cataaacaga tctctagact cgagggatcc agatctccag tctttcggea 5760
[0433] ttatctcata ttataaaagc cagtcattag gcctatctga caattcctga atagagttca 5820
[0434] taaacaatcc tgcatgataa ccatcacaaa cagaatgatg tacctgtaaa gatagcggta 5880
[0435] aatatattga attaccttta ttaatgaatt ttcctgctgt aataatgggt agaaggtaat 5940
[0436] tactattatt attgatattt aagttaaacc cagtaaatga agtccatgga ataatagaaa 6000
[0437] gagaaaaagc attttcaggt ataggtgttt tgggaaacaa tttccccgaa ccattatatt 6060
[0438] tctctacatc agaaaggtat aaatcataaa actctttgaa gtcattcttt acaggagtcc 6120
[0439] aaataccaga gaatgtttta gatacaccat caaaaattgt ataaagtggc tctaacttat 6180
[0440] cccaataacc taactctccg tcgctattgt aaccagttct aaaagctgta tttgagttta 6240
[0441]  tcacccttgt cactaagaaa ataaatgcag ggtaaaattt atatccttct tgttttatgt 6300
[0442] ttcggtataa aacactaata tcaatttctg tggttatact aaaagtcgtt tgttggttca 6360
[0443] aataatgatt aaatatctct tttctcttcc aattgtctaa atcaatttta ttaaagttca 6420
[0444] tttgatatgc ctcctaaatt tttatctaaa gtgttacttg tctgetttct tcattagaat 6480
[0445] caatcctttt ttaaaagtca atattactgt aacataaata tatatatttt aaaaatatcc 6540
[0446] cactttatcc aattttcgtt tgttgaacta atgggtgett tagttgagac ctggt 6595
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